Automated Ki-67 LI assessment in prostate cancer using artificial intelligence in multiplex fluorescence immunohistochemistry
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» The successful assessment of the Ki-67 LI in more than 10’000 prostate cancers revealed an average Ki-67 LI of 4.6%.

» The comparison of classical bright field-based semi-automated Ki-67 quantification with mflIHC-based framework in prostate cancer biopsies

revealed an up to 17 % higher concordance with the manual Ki-67 LlI.

Contact: n.blessin@uke.de




